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File S1| Data describing the 611 genes in the PEG obtained in this work (Text format, 808KB) 
a Genes with a CS ≥ 8 were obtained by comparative genomic analysis (the first 248 genes); Genes with Underlined genes were newly identified in our SBGS (107 genes). The genes in blue is the aminoacyl tRNA synthetases.
b Indicates the number of reactions associated with a gene.
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Figure S1. An outline of the approximate minimal metabolic networkvectorgraph
The detailed metabolic map of each sub-system can be observed in http://cefg.uestc.edu.cn/MGS_and_MMN/FigureSub.pdf
Figure S2. Distribution of the super-essentiality values of reactions in the MMN
The reactions are ranked in descending order according to super-essentiality. The vertical axis represents the super-essentiality of the reactions, while the horizontal axis indicates the number of reactions with the corresponding super-essentiality value.
